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Joyce Gonzales
Genealogist

I am the genealogist for the National Angioma 
Alliance. Today I am going to be discussing the 
Ancestors of the Common Hispanic Mutation 
(CHM/CCM1) in New Mexico, the Southwest, 
and Mexico.

I am also a proud member of both the Baca 
and the Dominguez de Mendoza Families. My 
4th great grandparents were Juan Domingo de 
Jesus Campos Redondo (1778-1845) and Maria 
Guadalupe Baca (1768-1851).

My 6th great grandparents were Antonio Baca 
(b,. abt. 1706-1792) and Monica Duran Y 
Chavez (1710 - )

Angioma Alliance



To date, 20 members of my 

extended Campos Family, 

including myself, have been 

identified as having Cerebral 

Cavernous Malformations or 

CCM1.

Using genealogy, for the past 

16 years I have been 

researching CCM1 in New 

Mexico, the Southwest and 
Mexico.



So, what was my motivation

to do research through genealogy?

• First, I think it is important to explore a 
couple of questions that I felt needed to be 
answered.



The answer was: YES!

It was possible to discover the original 

grandparents, one of whom was affected. 

1) Was it possible to determine who the 

founding grandparent was?  This is the 

grandparent that all of us that are affected 

today with the CCM1 Common Mutation 

descend from.

2) Do all the people affected with CCM1 in New 

Mexico and the Southwest share the identical 

mutation or defect in the CCM gene? This is 

only possible if we all descend from the 

same affected grandparent.



Researchers had discovered 2 important facts:

1. The CCM1 mutation is an autosomal 

dominant mutation that does not skip 

generations.

1. The specific defect in the CCM1 gene found in 

New Mexico and the Southwest looks 

identical in all affected patients. This is only 

possible if we all descend from the same 

affected grandparent.

Dr. Leslie Morrison, member of UNM research team which 
discovered the CCM1 genetic mutation

This was possible only because. . .
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I began working with affected persons who today have been medically diagnosed with the CCM1 
Common Hispanic Mutation. Research made it possible for us to identify several sets of common 
grandparents that all of us with this CCM1 mutation descend from.



3) What are the benefits of  discovering 
the founding grandparent in NM?

The most important goal of this research is to 

try to help the Medical Community as well as 

individuals identify family surnames, family 

lines, as well as communities that might today 

be at higher risk.  

Once individuals and their doctors are aware of this 

illness, more informed personal & health care 

choices can be made.

So, what have we learned up to date through 

genealogy?



Ancestors of the Common Hispanic Mutation (CHM/CCM1) New Mexico, the Southwest, and Mexico

New Mexico & Southwest ConnectionMexico & Southwest Connection



Ancestors of the 
Common 
Hispanic 
Mutation 
(CHM/CCM1): 
New Mexico, the 
Southwest, and 
Mexico

The chart on the previous page 
shows the latest genealogy 
work that combines the family 
affected with this CCM1 
mutation in NM, the SW & 
Mexico.

The people of NM & most of 
the SW either inherited the 
illness from the Baca family or 
from the Dominguez de 
Mendoza family. Research 
indicates that the people from 
Mexico, California, Arizona and 
Texas mostly inherited the 
illness from the Dominguez or 
Mendoza families.

Extensive research has 
identified one possible 
founding grandparent of 
CCM1 as being Manuel Baca 
(abt.1649-abt. 1727) or his 
wife Maria Salazar de 
Hurtado (abt. 1656-1726). 

Another possible founding 
grandparent couple are 
either Juan Bartolome 
“    ” D       z        -
1656) or his wife Elena (de la 
Cruz) de Mendoza (abt. 
1590-1661).



Those names can be found here.  
The surnames of possibly 
affected families mostly found in 
NM and the SW are at the top 
right. The names at bottom right 
are mostly found in Mexico, CA, 
TX & AZ.

It is very important for me to say that not 
everyone with these surnames would be affected. 
However, through genealogy research we have 
seen a higher incidence of CCM1 mutation in 
these family surnames. Also, the list of names is 
not complete, and as we continue to do research, 
more surnames will be added.

Aguirre
Chavez (Duran y 
Chavez)Contreras
Dominguez
Domingez de Mendoza
Grijalva

Mendoza
Perez
Ponce (de Leon)
Rascon
Vejar

Mexico Surnames Possibly Affected by the CCM1 
Common Hispanic Mutation (to date)

New Mexican Surnames Possibly Affected by the 
CCM1 Common Hispanic Mutation (to date)

Apodaca
Aragon
Armijo
Baca
          
Campos
Casaus
Chavez (Duran y 
Chavez)
Espinosa/Espinoza

Gallegos
Garcia
Gonzales
Lopez
Lucero
Luna
Maes/Maez (Maese) 
Martinez
Mora
Ortiz

Padilla
Quintana
Rivera
Romero
Sandoval
Silva
Sais/Saiz
Vigil



The other important discovery is that we have 

identified high-risk areas. Some of the areas in 

New Mexico that have been shown to  have 

the highest incidence of people with the CCM1 

Common Hispanic Mutation are shown on the 

map.

They include many areas along the Camino 

Real such as Las Cruces, Socorro and its 

surrounding areas, Valencia County, Bernalillo 

County, Pena Blanca, Santa Fe, Taos, and, 

later, into Southern Colorado. Many families 

with this CCM1 mutation also live in Las 

Vegas and Santa Rosa and their surrounding 

areas.

 

 

            
  

  

  
        

            

        

            

  

              

         

  
        



One question I’m 
often asked . . . Is 
this specific CCM1 
mutation found in 
Spain?

• K                           J              “    ” D       z     
born in Spain, he did not marry or have children until he got to Mexico. 
His wife Elena (de la Cruz) de Mendoza was born in Vera Cruz, Mexico; 
most of her grandparents originally came from Spain. 

• Juan Bartolome and his family migrated to NM in about 1630. After the 
Pueblo Revolt, in which about 30 members of this family were lost, the 
remainder of them went back to Northern Mexico. 

•  x         J                         F        D     Y      z          
the extended members of this family never returned to New Mexico. We 
                          J               F                           
genetic mutation.

• Everyone in New Mexico who has a 300-400-year history married into 
the Baca and/or the Dominguez de Mendoza Families at one time or 
another. Therefore, all these Hispanics families had a chance of 
inheriting this illness. However through research we have been able to 
narrow it down to certain families that might be at higher risk of 
inheriting this illness.



Knowledge is 
Power

JOYCE GONZALES . . .

• I personally have lost 
several family members 
to CCM1 bleeds

• Neither they nor their 
families knew they had 
this illness. 

• If they or their medical 
providers would have 
known about the 
illness, possibly the 
outcomes may have 
been different. 

ANGIOMA ALLIANCE . . .

• As preventive 
treatments are being 
developed, tracing 
genealogy and 
identifying at-risk and 
affected families 
provides us the 
information we need to 
make a difference.

• We are connected by 
shared history and are 
working together for 
better health outcomes 
for our children and 
grandchildren.



A Tale of Three Cristóbals
By Joyce Gonzales

How it all began . . .



I wrote a story entitled “A Tale of 3 Cristobals” which 

discusses the line of the Baca Family which would be 

considered at higher risk of inheriting this illness.

Every day through genealogy we continue to discover

more surnames and family lines that might be at 

higher risk of this sometimes-devastating illness.

A Tale of 3 Cristóbals



Cristobal I: Progenitor of Baca Family

Cristobal Baca (1567- 1613) was the Progenitor of the Baca Family in

New Mexico and the Southwest. Cristobal was a Captain born in Mexico

City, New Spain. He and his wife Ana Ortiz (1563-1620) and their

children came to New Mexico in 1600 with other reinforcement

soldiers. These soldiers were sent to help protect the newly established

Spanish Colony set up by Juan de Onate in 1598 at Ohkay Owingeh

(Formerly San Juan Pueblo).

Henrietta Christmas, President of the New Mexico Genealogical Society,

has estimated that there are about five million descendants from Cristobal

Baca and Ana Ortiz. Almost any person who has seven or more

generations in New Mexico will descend from one of the many Baca

lines, if not several times.

Cristóbal I: 

Progenitor of Baca Family 



Cristobal II: Father of possible 
founding grandparent of CCM1 
Common Hispanic Mutation

Cristobal Baca II (1625-1697) was the grandson of 
Cristobal I. Cristobal II was the father of Manuel Baca.  

Research now identifies Manuel Baca or his 
wife Maria Hurtado de Salazar (1656-1730)  
as the possible Founding Grandparent for the 
Common Hispanic Mutation of the Cerebral 
Cavernous Malformation CCM1 gene.

At this time, we do not know of any other children of 
Cristobal II who carried the mutation.



• Manuel Baca was married to Maria de Salazar 
Hurtado (1656-1730) and they had nine 
known children. Research to date has 
identified at least four of these children that 
probably had the CCM1 mutation. These 
children were: 

Maria Josefa Baca (1685-1746) - Josefa had six children, several 
of whom probably had CCM1

Diego Manuel Baca (1694-1727) 

Juan Antonio Baca (1696-1727) 

Cristobal Baca III (1698-1739) 



Cristóbal III:  Possibly had the 
highest number of descendants with 
CCM1 
• Cristobal Baca III was the son of Manuel Baca and 

Maria Hurtado de Salazar. He was married to 
Apolonia de la Vega y Coca (1701-1734) and Maria 
Manuela Marquez. Research indicates that Cristobal 
III probably had the Common Hispanic Mutation. 

• This Cristobal probably had the biggest impact on 
families affected with the Common Hispanic 
Mutation because of the sheer number of children 
that were born into his family. Cristobal III had 
fifteen known children with his two wives, and his 
grandson Luis Maria Cabeza de Baca had twenty-
three known children with 3 wives.



Research to date has 
identified at least two 
children of Cristóbal III 
that probably carried the 
CCM1 mutation.

These children were:

• Maria Agustina Baca (Antonio Armenta) 
Juan Antonio Baca (Maria Romero)

• Juan Antonio Baca married Maria Romero 
and they had ten known children. Research 
to date indicates that at least five of their 
sons probably had CCM1. They were: 
• Jose Maria Baca (1761-) 
• Juan Miguel Baca (1765-) 
• Jose Manuel Baca (1767-1813) 
• Juan Esteban Baca (1768-)
• Luis Maria Cabeza de Baca (1754-1827) 



Luis Maria Cabeza de Baca
Luis Maria Cabeza de Baca was the grandson of Cristobal Baca 
III. Luis acquired several land grants, one of which was in Las 
Vegas, New Mexico. Some believe that he and his family were 
descendants of the Spanish explorer Alvar Nuñez Cabeza de 
Vaca. Although this theory has not been proven, Luis Maria 
                                               z           

Luis had approximately 23 known children with three wives. 
Luis Maria was killed in 1827 for harboring a fur trapper. Most 
of the children of Luis Maria went on to have their own large 
families, many of whom probably had the Common Hispanic 
Mutation. 

We know that this illness does not skip generations and that 
each of his 23 children had a 50% chance of inheriting the 
                  x                                      
inherited this illness, then the impact this family had on the 
Common Hispanic Mutation would have been huge. 

Ezequiel Cabeza De Baca, 
descendant of Luis Maria 
Cabeza de Baca
Governor of New Mexico, 
Journalist. The first Latino 
elected Governor of a US 
state.



From Cabeza De Baca 
to C’de Baca

Fabiola Cabeza de 

Baca Gilbert in front of 

rural New Mexico 

schoolhouse. 

Descendant of Jose 

Luis Maria Cabeza de 

Baca

The grandchildren of Luis Maria and their descendants abbreviated their 
surname from Cabeza de Baca to     Baca. We know that all     Baca today 
descend from Luis Maria Cabeza de Baca. Much more research will need to be 
                                                                            
                                                                                
who probably had CCM1. They were:

• Juan Antonio Cabeza de Baca (1783-1835)
• Prudencio Cabeza de Baca (1800 - ?)



In the case of Prudencio Cabeza de Baca, he either married 

twice or there are two men with the same name. This is not 

uncommon in this family; Luis named several of  his children 

Antonio after his father. Research to date has identified at 

least one of P u      ’ children who probably had the 

mutation. This child was: Valentine  ’  Baca (1861-1911) 

who married Elvira Gallegos (1859-1938) and lived in Peña 

Blanca, NM.

Valentine     Baca and Elvira had fifteen known children. 

Research to date has identified at least four of these

children that probably had the mutation.

We are also following the

Dominguez de Mendoza

family from which most of

the CCM1 families from

Mexico descend. For

example, my family goes

back through both the Baca

and the Dominguez de

Mendoza families.

Therefore, I could have

inherited the mutation

from either one of these

families.

Dominguez de
Mendoza Family

In this presentation, we have followed down one line which 
includes three family members with the name Cristobal 
Baca. There are hundreds of other lines, all of which begin 
with Manuel Baca and his wife Maria Hurtado de Salazar.



Surnames identified as possible CCM1 carriers: 
Genealogies going back to Cristobal II have been validated. 

New Mexico families possibly affected
(to date)
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Families from Mexico possibly affected
(to date)
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We all 
descend from 
the same 
grandparent! 

• Founding Grandparent (Founder Effect):
Everyone today diagnosed with CCM1 has the
same identical gene mutation indicating that
all of us with this illness descend from a single,
and the same grandparent.

• Cerebral Cavernous Malformations: A
mulberry-shaped abnormal blood vessel in the
brain and/or the spinal cord that can hemorrhage.

• CCM1: The Common Hispanic Mutation occurs on the 
CCM1 gene. The mutation is hereditary, usually causes 
multiple lesions, and does not skip generations.



As of January 2021, the Baca Family Historical Project will become the Angioma 
Alliance Southwest Historical Project. For more information contact Connie Lee at 

clee@angioma.org.

THANK YOU FOR YOUR SUPPORT!

mailto:clee@angioma.org

